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<400> 1 






ctcattattc 


cctcgagttc 


ttctcajatca 


gcggtttgat 


actgagctgc 


atttgcbttt 


ctaatc ttcc 


ttttctgacg 


tgcctgAgca 


ctgaaaaagg 


tttatattgt 


cagagadtgc 


cactgaaggg 


gaaaaataca 


gaaaatatgg 


acaaaatgaa 


aagaaagttg 


gaccatgcltt 


aaccatgcaa 


agtctcagaa 


tatacaagta 


caacaact tt 


tggggacctc 


agagcagcda 


catctgtcca 


gccacctaca 


ggcctccagW 


gaccagagaa 


attgcttgct 


ttagatgaac 


aacatatgat 


gcaagtgata 


gaaccccagA 



agctgcatgt 


atgtatgtgt 


gtcccgagaa 


60 


actgtggagt 


tttgttgccg 


gttctgctcc 


120 


tgtccacatt 


agaatctgtg 


acatacctac 


180 


caagcagccg 


gacacacggg 


ggcacagaat 


240 


gtttctacgg 


cacattaaaa 


atgatttttt 


300 


ctgaggtccg 


ctctttttct 


ttgggaaaga 


360 


ccactgggct 


tgtaccatgt 


tcagcaacac 


420 


atggccaagg 


gcaacaacga 


cgccgaatta 


480 


aatggc taaa 


aatgtttcag 


agctggagtg 


540 


tcattgatag 


ttgtgaacca 


acacaagtaa 


600 


ttcaacgaga 


c ttcatttca 


ttgc tcccta 


660 



1 




aagagttggc actctatgtg ctttca : 
agacatgtcg ctactggaga attttggctg 
aagaagaggg gattgatgaa ccattgc 
tcatacacag tccatggaaa agtgcat 
ggcgaggaga actcaaatct cctaaggfcgc 
gcttacagtt ttgtggtaac cgaatagftta 
ggtcagcagt cacaggcaaa tgtctgagWa 
catcacaaat gagagacaac atcatcat^a 
ggaatgcaga gactggagaa tgtataca 
gtatgcatct tcatgaaaaa agagttgt 
gggatattga gacaggccag tgtttacat 
gtgttcaata tgatggcagg agggttgtt 
gggatccaga gactgaaacc tgtctacaca 
cattacagtt tgatggtatc catgtggtga 
gggatgtgga gacagggaat tgcattcaca 
gaatggaact caaagacaat attcttgtct 
gggatatcaa aacaggacag tgtttacaaa 
ctgtgacctg tttacagttc aacaagaact 
taaaactatg ggacttgaaa acgggtgaat 
gggggagtgg gggagttgtg tggcggatca 
ttgggagtcg gaatgggact gaagaaacca 
tgaagtgaag agcagaaaag atgaatttgt 
ttccccctgc aaaaagaaaa aaagaaaaga 
gcaggatgtt ggcttggggc aacagattga 
aagagatgac aaaccataac tgacaagaga 
tcacttttga ctgagggcag ctttgcaaaa 
tatttcttta ttttcttctc cagtggtcat 
cagattctgc tagcctgttc ttttaccact 
taatatcaaa acaagtactg gttgactttc 
tttttctgga gtggaaaagc ttaaaaaaat 
gaaaagcttt tttttttatt ttttngccaa 
agcctctgtt aatctattta ctgttgcttc 
aaaggtggca agttgtcctg ggttctgtga 
gtgctagaag taggtcttca aatatgggat 




2 




aggccttggg 60 
ggttagagct 12 0 
agttttaaaa 18 0 
cttaaaagtg 24 0 
atcattgccc 3 00 
tctgaggtcc 3 60 
accactgggc 42 0 
aatggccaag 48 0 
gaatggctaa 54 0 
ctcattgata 600 
tttcaacgag 660 
ctggaaccca 72 0 
gaagacaacc 780 



3 




4 




i!0 



caaatttgct 
tgtgcctcta 
caagtaaaga 
acacattcct 
gggctgtggt 
aaaacacaaa 
acaactgtta 
tagtaaaggc 
ttctccaaga 
gatctttttt 
caatcagatt 
aacctttaaa 
ttaagtgcaa 



ctagtttggt 
agaggc tgag 
attgagagtg 
tggaacagag 
gaatggatga 
attaaaataa 
cagttttatt 
gtcacatgca 
gccacaactc 
cctccttctg 
caagttggtt 
gggattgtgt 
taaaatgtgt 



g 



tatggaaaaa 
aatggaagag 
tgtgcaaagjc 
ctattacti 
acgtacat 
agttgctgjt 
gc tctgac ti 
aacaaacc aa 
aagctgac .c 
tttatttt: 
aattttacrtt 
ctatggtt tg 
tttttcat jt 



<210> 3 
<211> 627 
<212> PRT 

<213> Homo sapiens 



t 
tt 



p± ci p* c t* t~ 1" t - 1 cr 

CA. V-^ CL *w \~ l_ ^ V— ^4 




t - 1" a Pi cic ratr 

L— ^ Vw ^ CI w 


2880 


t~ \~ \~ f Pi fXZ* f - ;zj ;z» 


t~ Pi Pi Pi i~fZi r~T t~ c~x ^ 
(_ deicty ay i_ y d 




2 940 


ttattttctt 


t tat c tgggc 


aaaaa 1 1 aaa 


3 000 


cc tgt tc tgt 


crcracraaac 1 1 


ttc tttttaa 

^ O V O O O O O \£ Ofc 


3 060 


taaaac tgac 


OL04.O4.04. O O*. O O O O 


04.04wOl.04. OL O 04. V_- 04L O 


3120 


c ag t c 1 1 ag t 


crtttfcacacrt 


a t* t* t crcrcra a a 

04. 0> O O 04.04.04> 


3180 


ac tcfacaaarr 


p a era aartat 


tcaat tt tta 

L»» d. V-^ ^. ^ w ^— 


3240 


R t~ CTPi Fi t CTPi Pi Pi 


cpiCfi'fpiPiPi t rr 


rrt t" t~ rrr^o t~ r^^i 

y i_ l» y v — ^ v — <la. 


3 3 00 


y L- y aaay tyy 




La. ucty y 


7 7 0 

-j O D U 


tgnttgtttt 


atttatagtc 


tgatttaaaa 


3420 


atgtaacaac 


ctgacatgat 


ggaggaaaac 


3480 


attcacttag 


aaattttatt 


ttcttataac 


3540 


t 






3571 



<400> 3 

Met Cys Val Pro Arg Ser Gly Leu life Leu Ser Cys lie Cys Leu Tyr 
1 5 1 10 15 

Cys Gly Val Leu Leu Pro Val Leu Leul Pro Asn Leu Pro Phe Leu Thr 
20 25 \ m 30 

Cys Leu Ser Met Ser Thr Leu Glu Ser y al Thr T Y r Leu Pro Glu L Y S 
35 40 \ 45 

Gly Leu Tyr Cys Gin Arg Leu Pro Ser s4r Arg Thr His Gly Gly Thr 
50 55 \ 60 



Glu Ser Leu Lys Gly Lys Asn Thr Glu Asn\Met Gly Phe Tyr Gly Thr 
65 70 \ 75 80 



5 




Leu Lys Met lie Phe Tyr Lys Mett Lys Arg Lys Leu Asp His Gly Ser 
85 / 90 95 



Glu Val Arg Ser Phe Ser Leu G i 
100 



Tyr Thr Ser Thr Thr Gly Leu 
115 

Phe Gly Asp Leu Arg Ala Ala 
130 135 



.y Lys Lys Pro Cys Lys Val Ser Glu 
105 110 



Yal Pro Cys Ser Ala Thr Pro Thr Thr 
20 125 

isn Gly Gin Gly Gin Gin Arg Arg Arg 
140 



lie Thr Ser Val Gin Pro Pro Tjhr Gly Leu Gin Glu Trp Leu Lys Met 

145 150 1 155 160 

Phe Gin Ser Trp Ser Gly Pro Glki Lys Leu Leu Ala Leu Asp Glu Leu 

165 \ 170 175 

lie Asp Ser Cys Glu Pro Thr GlnWal Lys His Met Met Gin Val lie 

180 U85 190 

Glu Pro Gin Phe Gin Arg Asp Phe I^e Ser Leu Leu Pro Lys Glu Leu 

195 200 \ 205 

Ala Leu Tyr Val Leu Ser Phe Leu Glu\ Pro Lys Asp Leu Leu Gin Ala 

210 215 \ 220 

Ala Gin Thr Cys Arg Tyr Trp Arg lie r\eu Ala Glu Asp Asn Leu Leu 

225 230 \ 235 240 

Trp Arg Glu Lys Cys Lys Glu Glu Gly Ile\Asp Glu Pro Leu His lie 

245 250 \ 255 



Lys Arg Arg Lys Val lie Lys Pro Gly Phe lie His Ser Pro Trp Lys 



6 




260 



265 



270 



His Arg\ll 



Ser Ala Tyr lie Arg Gin His Argllle Asp Thr Asn Trp Arg Arg Gly 



275 



280 



Glu Leu Lys Ser Pro Lys Val Leu 
290 295 

Thr Cys Leu Gin Phe Cys Gly Asn 
305 310 

Asn Thr Leu Lys Val Trp Ser Ala 
325 



285 

4ys Gly His Asp Asp His Val lie 
300 

4rg lie Val Ser Gly Ser Asp Asp 
315 320 

\fel Thr Gly Lys Cys Leu Arg Thr 
330 335 



ru 



Leu Val Gly His Thr Gly Gly Val Trp Ser Ser Gin Met Arg Asp Asn 
340 34$ 350 



lie lie lie Ser Gly Ser Thr Asp Arg\ Thr Leu Lys Val Trp Asn Ala 
355 360 1 365 

Glu Thr Gly Glu Cys lie His Thr Leu ^Tyr Gly His Thr Ser Thr Val 
370 375 1 380 

Arg Cys Met His Leu His Glu Lys Arg V^l Val Ser Gly Ser Arg Asp 
385 390 I 395 400 

Ala Thr Leu Arg Val Trp Asp lie Glu Th^ Gly Gin Cys Leu His Val 
405 41C\ 415 

Leu Met Gly His Val Ala Ala Val Arg Cys Gin Tyr Asp Gly Arg 

420 425 \ 430 



Arg Val Val Ser Gly Ala Tyr Asp Phe Met Va\l Lys Val Trp Asp Pro 
435 440 \ 445 



7 




Glu Thr Glu Thr Cys Leu\His Thr Leu Gin Gly His Thr Asn Arg Val 
450 455 460 

Tyr Ser Leu Gin Phe Asp GlW He His Val Val Ser Gly Ser Leu Asp 
465 470 \ 475 480 

Thr Ser He Arg Val Trp Asplval Glu Thr Gly Asn Cys He His Thr 
485 \ 490 495 

Leu Thr Gly His Gin Ser Leu Tnr Ser Gly Met Glu Leu Lys Asp Asn 
500 \ 505 510 

He Leu Val Ser Gly Asn Ala Asp\ser Thr Val Lys He Trp Asp He 
515 520 \ 525 

Lys Thr Gly Gin Cys Leu Gin Thr Lem Gin Gly Pro Asn Lys His Gin 
530 535 \ 540 

Ser Ala Val Thr Cys Leu Gin Phe Asn Lys Asn Phe Val He Thr Ser 
545 550 \ 555 560 

Ser Asp Asp Gly Thr Val Lys Leu Trp Asp L eu L Y S Tnr G ly Giu p he 
565 570 \ 575 

He Arg Asn Leu Val Thr Leu Glu Ser Gly Gljr Ser Gly Gly Val Val 
580 585 \ 590 

Trp Arg He Arg Ala Ser Asn Thr Lys Leu Val cb/s Ala Val Gly Ser 
595 600 \ 605 

Arg Asn Gly Thr Glu Glu Thr Lys Leu Leu Val Le\\ Asp Phe Asp Val 
610 615 62( 

Asp Met Lys 



8 



625 



<210> 4 
<211> 592 
<212> PRT 
<213> Homo sapiens 

<400> 4 

Met Ser Thr Leu Glu Val Thr Tyr Leu Pro Glu Lys Gly Leu Tyr 

10 15 

Cys Gin Arg Leu Pro Ser Aer Arg Thr His Gly Gly Thr Glu Ser Leu 
20 \ 25 30 

Lys Gly Lys Asn Thr Glu Asn \et Gly Phe Tyr Gly Thr Leu Lys Met 
35 40 45 

lie Phe Tyr Lys Met Lys Arg Lys \eu Asp His Gly Ser Glu Val Arg 
50 55 \ 60 

Ser Phe Ser Leu Gly Lys Lys Pro Cys \ys Val Ser Glu Tyr Thr Ser 
65 70 \ 75 80 

Thr Thr Gly Leu Val Pro Cys Ser Ala Thr \ro Thr Thr Phe Gly Asp 
85 90 \ 95 

Leu Arg Ala Ala Asn Gly Gin Gly Gin Gin Arg hpg Arg lie Thr Ser 
100 105 \ 110 

Val Gin Pro Pro Thr Gly Leu Gin Glu Trp Leu Lys M^t Phe Gin Ser 
115 120 12? 



Trp Ser Gly Pro Glu Lys Leu Leu Ala Leu Asp Glu Leu I\le Asp Ser 
130 135 140 



9 





Cys Glu Vro Thr Gin Val Lys His Met Met Gin Val lie Glu Pro Gin 
145 \ 150 155 160 

Phe Gin Arg Asp Phe lie Ser Leu Leu Pro Lys Glu Leu Ala Leu Tyr 
\ 165 170 175 

Val Leu Ser Phe aeu Glu Pro Lys Asp Leu Leu Gin Ala Ala Gin Thr 
180 \ 185 190 

Cys Arg Tyr Trp Arg iYe Leu Ala Glu Asp Asn Leu Leu Trp Arg Glu 
195 \ 200 205 

Lys Cys Lys Glu Glu Gly IlY Asp Glu Pro Leu His lie Lys Arg Arg 
210 2is\ 220 

Lys Val lie Lys Pro Gly Phe Ile\His Ser Pro Trp Lys Ser Ala Tyr 
225 230 \ 235 240 

lie Arg Gin His Arg lie Asp Thr Asn Arg Arg Gly Glu Leu Lys 

245 25C4 255 

Ser Pro Lys Val Leu Lys Gly His Asp Asp H^s Val lie Thr Cys Leu 
260 265 \ 270 

Gin Phe Cys Gly Asn Arg lie Val Ser Gly Ser AsA Asp Asn Thr Leu 
275 280 \285 

Lys Val Trp Ser Ala Val Thr Gly Lys Cys Leu Arg Ths Leu Val Gly 
290 295 300 \ 



His Thr Gly Gly Val Trp Ser Ser Gin Met Arg Asp Asn l\e lie lie 
305 310 315 \ 320 



10 



• 



Ser Gly Ser Thr Asp Arg Thr Leu Lys Val Trp Asn Ala Glu Thr Gly 
325 330 335 

Glu Cys ^le His Thr Leu Tyr Gly His Thr Ser Thr Val Arg Cys Met 
340 345 350 

His Leu His g\u Lys Arg Val Val Ser Gly Ser Arg Asp Ala Thr Leu 
355 \ 360 365 

Arg Val Trp Asp ilNe Glu Thr Gly Gin Cys Leu His Val Leu Met Gly 
370 \ 375 380 

His Val Ala Ala Val Ar\ Cys Val Gin Tyr Asp Gly Arg Arg Val Val 
385 390\ 395 400 

Ser Gly Ala Tyr Asp Phe Me\ Val Lys Val Trp Asp Pro Glu Thr Glu 
405 \ 410 415 

Thr Cys Leu His Thr Leu Gin Gly\His Thr Asn Arg Val Tyr Ser Leu 
420 • 4^5 430 

Gin Phe Asp Gly lie His Val Val Ser \ly Ser Leu Asp Thr Ser lie 
435 440 \ 445 

Arg Val Trp Asp Val Glu Thr Gly Asn Cys l\e His Thr Leu Thr Gly 
450 455 \ 460 

His Gin Ser Leu Thr Ser Gly Met Glu Leu Lys As\ Asn He Leu Val 
465 470 475 \ 480 

Ser Gly Asn Ala Asp Ser Thr Val Lys He Trp Asp Ile\Lys Thr Gly 
485 490 \ 495 

Gin Cys Leu Gin Thr Leu Gin Gly Pro Asn Lys His Gin Ser\Ala Val 
500 505 510 



11 





Thr Cys Leu Gin Phe Asn Lys Asn Phe Val lie Thr Ser Ser Asp Asp 
515 \ 520 525 

Gly Thr Val Lys Lau Trp Asp Leu Lys Thr Gly Glu Phe lie Arg Asn 
530 \ 535 540 

Leu Val Thr Leu Glu dfer Gly Gly Ser Gly Gly Val Val Trp Arg lie 
545 55V 555 560 

Arg Ala Ser Asn Thr Lys ueu Val Cys Ala Val Gly Ser Arg Asn Gly 
565 \ 570 575 



i y 



Thr Glu Glu Thr Lys Leu Leu ^1 Leu Asp Phe Asp Val Asp Met Lys 
580 \ 585 590 



<210> 5 
<211> 553 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Gly Phe Tyr Gly Thr Leu Lys Met He Phe Tyr\Lys Met Lys Arg 
1 5 10 \ 15 

Lys Leu Asp His Gly Ser Glu Val Arg Ser Phe Ser Leu Gly Lys Lys 
20 25 \ 30 



Pro Cys Lys Val Ser Glu Tyr Thr Ser Thr Thr Gly Leu Va^L Pro Cys 
35 40 45 
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Ser Ala Thr Pro Th^ Thr Phe Gly Asp Leu Arg Ala Ala Asn Gly Gin 
50 \ 55 60 

Gly Gin Gin Arg Arg A^g He Thr Ser Val Gin Pro Pro Thr Gly Leu 
65 TO 75 80 

Gin Glu Trp Leu Lys Met \phe Gin Ser Trp Ser Gly Pro Glu Lys Leu 
85 \ 90 95 

Leu Ala Leu Asp Glu Leu Il^p Asp Ser Cys Glu Pro Thr Gin Val Lys 
100 \ 105 110 

His Met Met Gin Val He Glu l\ro Gin Phe Gin Arg Asp Phe lie Ser 
115 1^0 125 

Leu Leu Pro Lys Glu Leu Ala Leu >p?yr Val Leu Ser Phe Leu Glu Pro 
130 135 \ 140 

Lys Asp Leu Leu Gin Ala Ala Gin Thr\Cys Arg Tyr Trp Arg He Leu 
145 150 \ 155 160 

Ala Glu Asp Asn Leu Leu Trp Arg Glu Lys\cys Lys Glu Glu Gly He 
165 170 \ 175 

Asp Glu Pro Leu His He Lys Arg Arg Lys Val\lle Lys Pro Gly Phe 
180 185 \ 190 

He His Ser Pro Trp Lys Ser Ala Tyr He Arg Gln\ His Arg He Asp 
195 200 \205 

Thr Asn Trp Arg Arg Gly Glu Leu Lys Ser Pro Lys Va\l Leu Lys Gly 
210 215 220 



His Asp Asp His Val He Thr Cys Leu Gin Phe Cys Gly ksn Arg He 



13 



m 



225 



230 



235 



240 



Val Ser Gly Ser Asp Asp Asn Thr Leu Lys Val Trp Ser Ala Val Thr 
24£ 250 255 

Gly Lys Cys Leu Arg thr Leu Val Gly His Thr Gly Gly Val Trp Ser 
260 \ 265 270 

Ser Gin Met Arg Asp Asn\[le lie lie Ser Gly Ser Thr Asp Arg Thr 
275 \ 280 285 

Leu Lys Val Trp Asn Ala Glu\Thr Gly Glu Cys lie His Thr Leu Tyr 
290 295 \ 300 



Gly His Thr Ser Thr Val Arg Cys\Met His Leu His Glu Lys Arg Val 
305 310 \ 315 320 



Val Ser Gly Ser Arg Asp Ala Thr Leu\Arg Val Trp Asp lie Glu Thr 
325 3C30 335 

Gly Gin Cys Leu His Val Leu Met Gly HisV/al Ala Ala Val Arg Cys 
340 345 \ 350 

Val Gin Tyr Asp Gly Arg Arg Val Val Ser Gly\via Tyr Asp Phe Met 
355 360 \ 365 

Val Lys Val Trp Asp Pro Glu Thr Glu Thr Cys Leu \lis Thr Leu Gin 

370 375 380 

Gly His Thr Asn Arg Val Tyr Ser Leu Gin Phe Asp Gly\lle His Val 
385 390 395 \ 400 



Val Ser Gly Ser Leu Asp Thr Ser lie Arg Val Trp Asp Val\ Glu Thr 
405 410 V415 
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Gly Asn Cys lie H^s Thr Leu Thr Gly His Gin Ser Leu Thr Ser Gly 
420 \ 425 430 

Met Glu Leu Lys Asp^Asn He Leu Val Ser Gly Asn Ala Asp Ser Thr 
435 \ 440 445 

Val Lys He Trp Asp I3\e Lys Thr Gly Gin Cys Leu Gin Thr Leu Gin 
450 \ 455 460 

Gly Pro Asn Lys His Gin feer Ala Val Thr Cys Leu Gin Phe Asn Lys 
465 470 \ 475 480 

Asn Phe Val lie Thr Ser Se^ Asp Asp Gly Thr Val Lys Leu Trp Asp 
485 \ 490 495 

Leu Lys Thr Gly Glu Phe He A^g Asn Leu Val Thr Leu Glu Ser Gly 
500 \ 505 510 

Gly Ser Gly Gly Val Val Trp Arg J^Le Arg Ala Ser Asn Thr Lys Leu 
515 520 \ 525 

Val Cys Ala Val Gly Ser Arg Asn Gly hj£ir Glu Glu Thr Lys Leu Leu 
530 535 \ 540 



Val Leu Asp Phe Asp Val Asp Met Lys 
545 550 



<210> 6 
<211> 545 
<212> PRT 

<213> Homo sapiens 
<400> 6 



15 




Met lie Phe Tyr Lys Met Lys Arg Lys Leu Asp His Gly Ser Glu Val 
1 5 \ 10 15 

Arg Ser Phe Ser Leu Gly Lys Lys Pro Cys Lys Val Ser Glu Tyr Thr 
20 I 25 30 

Ser Thr Thr Gly Leu Val \Pro Cys Ser Ala Thr Pro Thr Thr Phe Gly 
35 \ 40 45 

Asp Leu Arg Ala Ala Asn Gly Gin Gly Gin Gin Arg Arg Arg lie Thr 
50 35 60 

Ser Val Gin Pro Pro Thr Gly\Leu Gin Glu Trp Leu Lys Met Phe Gin 
65 70 \ 75 80 

Ser Trp Ser Gly Pro Glu Lys Le\a Leu Ala Leu Asp Glu Leu lie Asp 
85 \ 90 95 

Ser Cys Glu Pro Thr Gin Val Lys hVs Met Met Gin Val lie Glu Pro 
100 loV 110 

Gin Phe Gin Arg Asp Phe lie Ser Leu \eu Pro Lys Glu Leu Ala Leu 
115 120 \ 125 

Tyr Val Leu Ser Phe Leu Glu Pro Lys Asp\Leu Leu Gin Ala Ala Gin 
130 135 \ 140 

Thr Cys Arg Tyr Trp Arg lie Leu Ala Glu As^ Asn Leu Leu Trp Arg 
145 150 155\ 160 

Glu Lys Cys Lys Glu Glu Gly lie Asp Glu Pro Lpu His lie Lys Arg 
165 170 \ 175 



Arg Lys Val lie Lys Pro Gly Phe lie His Ser Prd Trp Lys Ser Ala 
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180 



185 



190 



Tyr lie Arg Gin His ArgXlle Asp Thr Asn Trp Arg Arg Gly Glu Leu 
195 \ 200 205 

Lys Ser Pro Lys Val Leu L^s Gly His Asp Asp His Val lie Thr Cys 
210 21k 220 

Leu Gin Phe Cys Gly Asn Arg\ lie Val Ser Gly Ser Asp Asp Asn Thr 
225 230 I 235 240 

Leu Lys Val Trp Ser Ala Val Tihr Gly Lys Cys Leu Arg Thr Leu Val 
245 \ 250 255 

Gly His Thr Gly Gly Val Trp Ser\ Ser Gin Met Arg Asp Asn lie lie 
260 ^65 270 

lie Ser Gly Ser Thr Asp Arg Thr L<\u Lys Val Trp Asn Ala Glu Thr 
275 280 \ 285 

Gly Glu Cys lie His Thr Leu Tyr Gly ^is Thr Ser Thr Val Arg Cys 
290 295 \ 300 

Met His Leu His Glu Lys Arg Val Val Ser\Gly Ser Arg Asp Ala Thr 
305 310 TB15 320 

Leu Arg Val Trp Asp lie Glu Thr Gly Gin Cy& Leu His Val Leu Met 
325 330 \ 335 



Gly His Val Ala Ala Val Arg Cys Val Gin Tyr ^sp Gly Arg Arg Val 
340 345 \ 350 



Val Ser Gly Ala Tyr Asp Phe Met Val Lys Val Trjb Asp Pro Glu Thr 
355 360 \ 365 



• 



Glu Thr Cys Leu His Th^Leu Gin Gly His Thr Asn Arg Val Tyr Ser 

370 fe75 380 

Leu Gin Phe Asp Gly lie }\is Val Val Ser Gly Ser Leu Asp Thr Ser 

385 390 I 395 400 

lie Arg Val Trp Asp Val Glu Thr Gly Asn Cys He His Thr Leu Thr 

405 1 . 410 415 

Gly His Gin Ser Leu Thr Ser* Gly Met Glu Leu Lys Asp Asn He Leu 

420 \ 425 430 

Val Ser Gly Asn Ala Asp Ser ^hr Val Lys He Trp Asp He Lys Thr 

435 440 445 

Gly Gin Cys Leu Gin Thr Leu Gln\ Gly Pro Asn Lys His Gin Ser Ala 

450 455 \ 460 

Val Thr Cys Leu Gin Phe Asn Lys A$n Phe Val He Thr Ser Ser Asp 

465 470 \ 475 480 



hl'i 



Asp Gly Thr Val Lys Leu Trp Asp Leu Yjys Thr Gly Glu Phe He Arg 
485 495 



Asn Leu Val Thr Leu Glu Ser Gly Gly Sen Gly Gly Val Val Trp Arg 
500 505 \ 510 

He Arg Ala Ser Asn Thr Lys Leu Val Cys A\a Val Gly Ser Arg Asn 

515 520 \ 525 

Gly Thr Glu Glu Thr Lys Leu Leu Val Leu Asp \?he Asp Val Asp Met 

530 535 ^40 



Lys 
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545 



<210> 7 
<211> 540 
<212> PRT 
<213> Homo sapiens 

<400> 7 

Met Lys Arg Lys Leu Asp I^Ls Gly Ser Glu Val Arg Ser Phe Ser Leu 

5 \ 10 15 



Gly Lys Lys Pro Cys Lys Val\ Ser Glu Tyr Thr Ser Thr Thr Gly Leu 
20 \ 25 30 

Val Pro Cys Ser Ala Thr Pro Tl\r Thr Phe Gly Asp Leu Arg Ala Ala 
35 4C\ 45 



Asn Gly Gin Gly Gin Gin Arg Arg i\rg lie Thr Ser Val Gin Pro Pro 

50 55 \ 60 

Thr Gly Leu Gin Glu Trp Leu Lys Met Y>he Gin Ser Trp Ser Gly Pro 

65 70 \ 75 80 

Glu Lys Leu Leu Ala Leu Asp Glu Leu Ile\Asp Ser Cys Glu Pro Thr 

85 90 \ 95 

Gin Val Lys His Met Met Gin Val lie Glu Pr\ Gin Phe Gin Arg Asp 

100 105 \ 110 

Phe lie Ser Leu Leu Pro Lys Glu Leu Ala Leu T^r Val Leu Ser Phe 

115 120 \ 125 



Leu Glu Pro Lys Asp Leu Leu Gin Ala Ala Gin Thr \:ys Arg Tyr Trp 
130 135 140 
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Arg lie Leu Ala Glu Asp Asn Leu Leu Trp Arg Glu Lys Cys Lys Glu 
145 15o\ 155 160 

Glu Gly lie Asp Glu Pro Lau His lie Lys Arg Arg Lys Val lie Lys 
165 \ 170 175 

Pro Gly Phe lie His Ser Pro T\rp Lys Ser Ala Tyr lie Arg Gin His 
180 \ 185 190 

Arg lie Asp Thr Asn Trp Arg Arg vly Glu Leu Lys Ser Pro Lys Val 
195 200 \ 205 

Leu Lys Gly His Asp Asp His Val IleVrhr Cys Leu Gin Phe Cys Gly 
210 215 \ 220 

Asn Arg lie Val Ser Gly Ser Asp Asp Asn\ Thr Leu Lys Val Trp Ser 
225 230 3235 240 

Ala Val Thr Gly Lys Cys Leu Arg Thr Leu Va\ Gly His Thr Gly Gly 
245 250 \ 255 

Val Trp Ser Ser Gin Met Arg Asp Asn lie lie 11^ Ser Gly Ser Thr 
260 265 \ 270 

Asp Arg Thr Leu Lys Val Trp Asn Ala Glu Thr Gly GLLu Cys lie His 
275 280 233 

Thr Leu Tyr Gly His Thr Ser Thr Val Arg Cys Met His\Leu His Glu 
290 295 300 \ 



Lys Arg Val Val Ser Gly Ser Arg Asp Ala Thr Leu Arg V^l Trp Asp 
305 310 315 \ 320 
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lie Glu Thr Gly Gin Cys Leu His Val Leu Met Gly His Val Ala Ala 

325 \ 330 335 

Val Arg Cys Val Gin T^^r Asp Gly Arg Arg Val Val Ser Gly Ala Tyr 

340 \ 345 350 

Asp Phe Met Val Lys Val prp Asp Pro Glu Thr Glu Thr Cys Leu His 

355 \ 360 365 

Thr Leu Gin Gly His Thr Asp Arg Val Tyr Ser Leu Gin Phe Asp Gly 

370 37a 380 

lie His Val Val Ser Gly Ser leu Asp Thr Ser lie Arg Val Trp Asp 

385 390 \ 395 400 

Val Glu Thr Gly Asn Cys lie HisVrhr Leu Thr Gly His Gin Ser Leu 

405 \ 410 415 



Thr Ser Gly Met Glu Leu Lys Asp Ask lie Leu Val Ser Gly Asn Ala 
420 425\ 430 



Asp Ser Thr Val Lys lie Trp Asp lie Lye Thr Gly Gin Cys Leu Gin 
435 440 \ 445 

Thr Leu Gin Gly Pro Asn Lys His Gin Ser Ala Val Thr Cys Leu Gin 
450 455 \ 460 

Phe Asn Lys Asn Phe Val lie Thr Ser Ser Asp ^p Gly Thr Val Lys 
465 470 475 \ 480 

Leu Trp Asp Leu Lys Thr Gly Glu Phe lie Arg Asn Leu Val Thr Leu 
485 490 \ 495 



Glu Ser Gly Gly Ser Gly Gly Val Val Trp Arg lie Arg\Ala Ser Asn 
500 505 1610 
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Thr Lys Leu Val Cys Alawal Gly Ser Arg Asn Gly Thr Glu Glu Thr 
515 \ 520 525 

Lys Leu Leu Val Leu Asp Phe\ Asp Val Asp Met Lys 
530 535 \ 540 



<210> 8 

<211> 589 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Ser Lys Pro Gly Lys Pro Thr Leu\ Asn His Gly Leu Val Pro Val 
1 5 \ 10 15 

Asp Leu Lys Ser Ala Lys Glu Pro Leu P^o His Gin Thr Val Met Lys 
20 25 \ 30 

lie Phe Ser lie Ser lie lie Ala Gin Gly \peu Pro Phe Cys Arg Arg 
35 40 \ 45 

Arg Met Lys Arg Lys Leu Asp His Gly Ser Gl\\ Val Arg Ser Phe Ser 
50 55 \ 60 

Leu Gly Lys Lys Pro Cys Lys Val Ser Glu Tyr Tjpr Ser Thr Thr Gly 
65 70 75 \ 80 

Leu Val Pro Cys Ser Ala Thr Pro Thr Thr Phe Gly\Asp Leu Arg Ala 
85 90 \ 95 



Ala Asn Gly Gin Gly Gin Gin Arg Arg Arg lie Thr Sfr Val Gin Pro 
100 105 I 110 
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Pro Thr Gly Leu Gin Glu T^p Leu Lys Met Phe Gin Ser Trp Ser Gly 
115 \ 120 125 

Pro Glu Lys Leu Leu Ala Leu \^ S P Giu Leu *l e As P Se ^ Cys Glu Pro 
130 135 \ 140 

Thr Gin Val Lys His Met Met Gln\Val lie Glu Pro Gin Phe Gin Arg 
145 150 \ 155 160 

Asp Phe lie Ser Leu Leu Pro Lys Glk Leu Ala Leu Tyr Val Leu Ser 
165 \l70 175 

Phe Leu Glu Pro Lys Asp Leu Leu Gin A\.a Ala Gin Thr Cys Arg Tyr 
180 185 \ 190 

Trp Arg lie Leu Ala Glu Asp Asn Leu Leu \rp Arg Glu Lys Cys Lys 
195 200 \ 205 

Glu Glu Gly lie Asp Glu Pro Leu His lie Lys \^rg Arg Lys Val lie 
210 215 2^20 

Lys Pro Gly Phe lie His Ser Pro Trp Lys Ser Ala\Tyr lie Arg Gin 
225 230 235 \ 240 

His Arg lie Asp Thr Asn Trp Arg Arg Gly Glu Leu Lyt Ser Pro Lys 
245 250 \ 255 

Val Leu Lys Gly His Asp Asp His Val lie Thr Cys Leu qln Phe Cys 
260 265 2V0 

Gly Asn Arg lie Val Ser Gly Ser Asp Asp Asn Thr Leu Ly£ Val Trp 
275 280 285 



Ser Ala Val Thr Gly Lys Cys Leu Arg Thr Leu Val Gly Hisl Thr Gly 
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290 



295% 



300 



Gly Val Trp Ser Ser Gin Met Arg Asp Asn lie lie lie Ser Gly Ser 
305 310 \ 315 320 

Thr Asp Arg Thr Leu Lys Val Trp Iksn Ala Glu Thr Gly Glu Cys lie 
325 \ 330 335 

His Thr Leu Tyr Gly His Thr Ser Trir Val Arg Cys Met His Leu His 
340 345 350 

Glu Lys Arg Val Val Ser Gly Ser Arg\ Asp Ala Thr Leu Arg Val Trp 
355 360 \ 365 

Asp lie Glu Thr Gly Gin Cys Leu His vkl Leu Met Gly His Val Ala 
370 375 \ 380 

Ala Val Arg Cys Val Gin Tyr Asp Gly Arg Val Val Ser Gly Ala 

385 390 195 400 

Tyr Asp Phe Met Val Lys Val Trp Asp Pro Glu Thr Glu Thr Cys Leu 
405 410 \ 415 

His Thr Leu Gin Gly His Thr Asn Arg Val Tyr pr Leu Gin Phe Asp 
420 425 1 430 

Gly lie His Val Val Ser Gly Ser Leu Asp Thr S<\r lie Arg Val Trp 
435 440 \ 445 

Asp Val Glu Thr Gly Asn Cys lie His Thr Leu Thr\Gly His Gin Ser 
450 455 460 

Leu Thr Ser Gly Met Glu Leu Lys Asp Asn lie Leu V^l Ser Gly Asn 
465 470 475 \ 480 
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Ala Asp Ser Thr Val Lys 11^5 Trp Asp lie Lys Thr Gly Gin Cys Leu 
485 \ 490 495 

Gin Thr Leu Gin Gly Pro Asn \ys His Gin Ser Ala Val Thr Cys Leu 
500 \ 505 510 

Gin Phe Asn Lys Asn Phe Val Il\s Thr Ser Ser Asp Asp Gly Thr Val 
515 52$ 525 

Lys Leu Trp Asp Leu Lys Thr Gly\Glu Phe lie Arg Asn Leu Val Thr 
530 535 \ 540 

Leu Glu Ser Gly Gly Ser Gly Gly v^l Val Trp Arg lie Arg Ala Ser 
545 550 \ 555 560 

Asn Thr Lys Leu Val Cys Ala Val Gly )per Arg Asn Gly Thr Glu Glu 
565 5\70 575 

Thr Lys Leu Leu Val Leu Asp Phe Asp Va\ Asp Met Lys 
580 585 



<210> 9 
<211> 559 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Lys lie Phe Ser lie Ser lie lie Ala Gin (\ly Leu Pro Phe Cys 

10 1 15 



Arg Arg Arg Met Lys Arg Lys Leu Asp His Gly Se\r Glu Val Arg Ser 
20 25 l 30 
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Phe Ser Leu Gly Lys Lys Pri Cys Lys Val Ser Glu Tyr Thr Ser Thr 
35 \ 40 45 

Thr Gly Leu Val Pro Cys Ser A^La Thr Pro Thr Thr Phe Gly Asp Leu 
50 55 \ 60 

Arg Ala Ala Asn Gly Gin Gly Gli} Gin Arg Arg Arg lie Thr Ser Val 
65 70 1 75 80 

Gin Pro Pro Thr Gly Leu Gin GlujTrp Leu Lys Met Phe Gin Ser Trp 
85 1 90 95 

Ser Gly Pro Glu Lys Leu Leu Ala r\eu Asp Glu Leu lie Asp Ser Cys 
100 lt)5 110 

Glu Pro Thr Gin Val Lys His Met Me^ Gin Val lie Glu Pro Gin Phe 
115 120 \ 125 

Gin Arg Asp Phe lie Ser Leu Leu Pro ]\ys Glu Leu Ala Leu Tyr Val 
130 135 \ 140 

Leu Ser Phe Leu Glu Pro Lys Asp Leu Lei\ Gin Ala Ala Gin Thr Cys 
145 150 \155 160 

Arg Tyr Trp Arg He Leu Ala Glu Asp Asn l\eu Leu Trp Arg Glu Lys 
165 170 \ 175 

Cys Lys Glu Glu Gly He Asp Glu Pro Leu His\lle Lys Arg Arg Lys 
180 185 \ 190 

Val He Lys Pro Gly Phe He His Ser Pro Trp L^s Ser Ala Tyr He 
195 200 \ 205 



Arg Gin His Arg He Asp Thr Asn Trp Arg Arg GlylGlu Leu Lys Ser 
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210 



215 



220 



Pro Lys Val Leu Lys Qly His Asp Asp His Val lie Thr Cys Leu Gin 
225 23t 235 240 

Phe Cys Gly Asn Arg lie Val Ser Gly Ser Asp Asp Asn Thr Leu Lys 
245 \ 250 255 

Val Trp Ser Ala Val Thr Gl^; Lys Cys Leu Arg Thr Leu Val Gly His 
260 \ 265 ' 270 

Thr Gly Gly Val Trp Ser Ser din Met Arg Asp Asn lie lie lie Ser 
275 2&0 285 

Gly Ser Thr Asp Arg Thr Leu LysWal Trp Asn Ala Glu Thr Gly Glu 
290 295 \ 300 

Cys lie His Thr Leu Tyr Gly His Thr Ser Thr Val Arg Cys Met His 
305 310 \ 315 320 

Leu His Glu Lys Arg Val Val Ser Gly % er Ar 9" As P Ala Thr Leu Ar< 3 
325 3 310 335 

Val Trp Asp lie Glu Thr Gly Gin Cys Leu Vlis Val Leu Met Gly His 
340 345 \ 350 

Val Ala Ala Val Arg Cys Val Gin Tyr Asp Gly\Arg Arg Val Val Ser 
355 360 \ 365 

Gly Ala Tyr Asp Phe Met Val Lys Val Trp Asp Prfc Glu Thr Glu Thr 
370 375 38C 



Cys Leu His Thr Leu Gin Gly His Thr Asn Arg Val \Tyr Ser Leu Gin 
385 390 395 \ 400 
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Phe Asp Gly lie His Val 
405 



Val Ser Gly Ser Leu Asp Thr Ser lie Arg 
410 415 



Val Trp Asp Val Glu Thr dly Asn Cys He His Thr Leu Thr Gly His 
420 \ 425 430 



Gin Ser Leu Thr Ser Gly Med Glu Leu Lys Asp Asn He Leu Val Ser 
435 \440 445 

Gly Asn Ala Asp Ser Thr Val Ays He Trp Asp He Lys Thr Gly Gin. 
450 455 \ 460 

Cys Leu Gin Thr Leu Gin Gly PrA Asn Lys His Gin Ser Ala Val Thr 
465 470 \ 475 480 

Cys Leu Gin Phe Asn Lys Asn Phe vtal He Thr Ser Ser Asp Asp Gly 
485 \ 490 495 

Thr Val Lys Leu Trp Asp Leu Lys Thr\ Gly Glu Phe He Arg Asn Leu 
500 505 \ 510 

Val Thr Leu Glu Ser Gly Gly Ser Gly G\y Val Val Trp Arg He Arg 
515 520 \ 525 

Ala Ser Asn Thr Lys Leu Val Cys Ala Val fely Ser Arg Asn Gly Thr 
530 535 \ 540 



Glu Glu Thr Lys Leu Leu Val Leu Asp Phe Asp\ Val Asp Met Lys 
545 550 555 



<210> 10 
<211> 540 
<212> PRT 



28 





<213> Homo sapiens 
<400> 10 

Met Lys Arg Lys Leu A^p His Gly Ser Glu Val Arg Ser Phe Ser Leu 
1 5 \ 10 15 

Gly Lys Lys Pro Cys Lys Val Ser Glu Tyr Thr Ser Thr Thr Gly Leu 
20 \ 25 30 

Val Pro Cys Ser Ala Thr Pro\ Thr Thr Phe Gly Asp Leu Arg Ala Ala 
35 \40 45 

Asn Gly Gin Gly Gin Gin Arg A$g Arg lie Thr Ser Val Gin Pro Pro 
50 55 \ 60 . 

Thr Gly Leu Gin Glu Trp Leu Lys Met Phe Gin Ser Trp Ser Gly Pro 
65 70 \ 75 80 

Glu Lys Leu Leu Ala Leu Asp Glu Leu Vie Asp Ser Cys Glu Pro Thr 
85 \o 95 

Gin Val Lys His Met Met Gin Val lie GluYPro Gin Phe Gin Arg Asp 
100 105 \ 110 

Phe lie Ser Leu Leu Pro Lys Glu Leu Ala LeuV Tyr Val Leu Ser Phe 
115 120 \ 125 

Leu Glu Pro Lys Asp Leu Leu Gin Ala Ala Gin ThV Cys Arg Tyr Trp 
130 135 140> 

Arg lie Leu Ala Glu Asp Asn Leu Leu Trp Arg Glu L^ts Cys Lys Glu 
145 150 155 \ 160 

Glu Gly lie Asp Glu Pro Leu His lie Lys Arg Arg Lys Val lie Lys 
165 170 \ 175 
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i n 



Pro Gly Phe lie His Ser\ Pro Trp Lys Ser Ala Tyr lie Arg Gin His 
180 \ 185 190 

Arg lie Asp Thr Asn Trp Ar^p Arg Gly Glu Leu Lys Ser Pro Lys Val 
195 \ 200 205 

Leu Lys Gly His Asp Asp His ^fal lie Thr Cys Leu Gin Phe Cys Gly 
210 215 \ 220 

Asn Arg lie Val Ser Gly Ser Asp\Asp Asn Thr Leu Lys Val Trp Ser 
225 230 \ 235 240 

Ala Val Thr Gly Lys Cys Leu Arg Th\r Leu Val Gly His Thr Gly Gly 
245 \ 250 255 

Val Trp Ser Ser Gin Met Arg Asp Asn i^le lie lie Ser Gly Ser Thr 
260 265 \ 270 

Asp Arg Thr Leu Lys Val Trp Asn Ala Glu\Thr Gly Glu Cys lie His 
275 280 \ 285 

Thr Leu Tyr Gly His Thr Ser Thr Val Arg Cys\ Met His Leu His Glu 
290 295 \300 

Lys Arg Val Val Ser Gly Ser Arg Asp Ala Thr L^u Arg Val Trp Asp 
305 310 315 \ . 320 

lie Glu Thr Gly Gin Cys Leu His Val Leu Met Gly \lis Val Ala Ala 
325 330 \ 335 



Val Arg Cys Val Gin Tyr Asp Gly Arg Arg Val Val Ser\ Gly Ala Tyr 
340 345 V350 
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Asp Phe Met Val Lys VTal Trp Asp Pro Glu Thr Glu Thr Cys Leu His 
355 \ 360 365 

Thr Leu Gin Gly His Thr \ Asn Arg Val Tyr Ser Leu Gin Phe Asp Gly 
370 $75 380 

lie His Val Val Ser Gly Se\r Leu Asp Thr Ser lie Arg Val Trp Asp 
385 390 \ 395 400 

Val Glu Thr Gly Asn Cys Ilehiis Thr Leu Thr Gly His Gin Ser Leu 
405 \ 410 415 

Thr Ser Gly Met Glu Leu Lys A^p Asn lie Leu Val Ser Gly Asn Ala 
420 \ 425 430 

Asp Ser Thr Val Lys lie Trp Asp \lle Lys Thr Gly Gin Cys Leu Gin 
435 440 \ 445 

Thr Leu Gin Gly Pro Asn Lys His Gl^ Ser Ala Val Thr Cys Leu Gin 
450 455 \ 460 

Phe Asn Lys Asn Phe Val lie Thr Ser S^r Asp Asp Gly Thr Val Lys 
465 470 \ 475 480 

Leu Trp Asp Leu Lys Thr Gly Glu Phe lie \rg Asn Leu Val Thr Leu 
485 490 \ 495 

Glu Ser Gly Gly Ser Gly Gly Val Val Trp Arg\ lie Arg Ala Ser Asn 
500 505 \ 510 

Thr Lys Leu Val Cys Ala Val Gly Ser Arg Asn g\/ Thr Glu Glu Thr 
515 520 \ 525 



Lys Leu Leu Val Leu Asp Phe Asp Val Asp Met Lys 
530 535 540 
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<210> 11 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide prime 



<400> 11 

cgggatccac catggatgat ggatcga&ga cacc 



34 



f.fi 



<210> 12 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 



<400> 12 

ggaattcctt aagggtatac agcatcaaag teg 
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<210> 13 
<211> 25 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primer 
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<400> 13 
tcacttcatg tc&acatcaa agtcc 



25 



<210> 14 
<211> 26 
<212> DNA 
<213> Artificial Se 



lence 



<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide piimer 



<400> 14 
ggtaattaca agttcttgtt gaacftg 



26 



<210> 15 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : 
Oligonucleotide primer 



<400> 15 

ccctgcaacg tgtgtagaca gg 



22 



<210> 16 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: 



33 




Oligonu 



rleotide primer 



<400> 16 
ccagtctctg cat 

<210> 17 
<211> 23 
<212> DNA 
<213> Artificlla 



<220> 
<223> Descript 
Oligonuc 



<400> 17 
ctcagacagg tcagbacatt tgg 



ccacac tttg 



1 Sequence 



on of Artificial Sequence: 
eotide primer 



<210> 18 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description jpf Artificial Sequence: 
Oligonucleotide primer 

<400> 18 

ggaattccat gaaaagatftg gaccatggtt ctg 



<210> 19 
<211> 34 
<212> DNA 
<213> Artificial Sequence 



34 



<223> Description of Artificial Sequence: 
Oligonucleotide primer 



<400> 19 

ggaattcctc acttc 



c acatcaaagt ccag 




34 



<210> 20 
<211> 1881 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 6 myc tagged 
homo sapiens 



<400> 20 

atggagcaaa 

gaagaggac t 

gagcaaaagc 

gaggacttga 

gaagaggac t 

tctttgggaa 

tgttcagcaa 

cgacgccgaa 

cagagctgga 

ccaacacaag 

tcattgctcc 

ctacaagcag 

agagagaaat 

ataaaaccag 

gatactaact 

catgtgatca 

actttaaaag 

ggtggagtat 



tggagcaaaa 


gctcatttct 


60 


aagaggactt 


gaatgaaatg 


120 


agcaaaagct 


catttctgaa 


180 


tggagcaaaa 


gctcatttct 


240 


gttctgaggt 


ccgctctttt 


300 


gtaccac tgg 


gcttgtacca 


360 


ccaatggcca 


agggcaacaa 


420 


aggaatggct 


aaaaatgttt 


480 


aactcat tga 


tagttgtgaa 


540 


agtttcaacg 


agacttcatt 


600 


tcctggaacc 


caaagacctg 


660 


ctgaagacaa 


ccttctctgg 


720 


acatcaagag 


aagaaaagta 


780 


acatcagaca 


gcacagaatt 


840 


tgctgaaagg 


acatgatgat 


900 


ttagtggttc 


tgatgacaac 


960 . 


gaacattagt 


gggacataca 


1020 


ttagtggatc 


tacagatcgg 


1Q80 




acactcaaag 


tgtgrjaatgc 


agagactgga 


gaatgtatac 


acaccttata 


tgggcatact 


1140 


tccactgtgc 


gttguatgca 


tcttcatgaa 


aaaagagttg 


ttagcggttc 


tcgagatgcc 


1200 


actc ttaggg 


tttgg&ratat 


tgagacaggc 


cagtgtttac 


atgttttgat 


gggtcatgtt 


1260 


gcagcagtcc 


gctgtgttca 


atatgatggc 


aggagggttg 


ttagtggagc 


atatgatttt 


1320 


atggtaaagg 


tgtgggatcc 


agagactgaa 


acctgtctac 


acacgttgca 


ggggcatact 


1380 


aatagagtct 


attcattaca 


gtttgatggt 


atccatgtgg 


tgagtggatc 


tcttgataca 


1440 


tccatccgtg 


tttgggatgt 


ggagacaggg 


aattgcattc 


acacgt taac 


agggcaccag 


1500 


tcgttaacaa 


gtggaatgqa 


actcaaagac 


aatattcttg 


tctctgggaa 


tgcagattct 


1560 


acagttaaaa 


tctgggatat 


caaaacagga 


cagtgtttac 


aaacattgca 


aggtcccaac 


1620 


aagcatcaga 


gtgctgtgac\ 


ctgtttacag 


ttcaacaaga 


actttgtaat 


taccagctca 


1680 


gatgatggaa 


ctgtaaaact l 


latgggacttg 


aaaacgggtg 


aatttattcg 


aaacctagtc 


1740 


acattggaga 


gtggggggag 


tgggggagtt 


gtgtggcgga 


tcagagcctc 


aaacacaaag 


1800 


ctggtgtgtg 


cagttgggag 


qpggaatggg 


actgaagaaa 


ccaagctgct 


ggtgctggac 


1860 


tttgatgtgg 


acatgaagtg 


a \ 








1881 



<210> 21 \ 
<211> 626 \ 
<212> PRT \ 
<213> Artificial Sequence \ 

<220> \ 

<223> Description of Artificial sequence : 6 myc tagged 
homo sapien \ 

<400> 21 \ 

Met Glu Gin Lys Leu lie Ser Glu Glu hsp Leu Asn Glu Met Glu Gin 
15 ]>0 15 

Lys Leu lie Ser Glu Glu Asp Leu Asn Glu Met Glu Gin Lys Leu lie 
20 25 \ 30 



Ser Glu Glu Asp Leu Asn Glu Met Glu Gin LysVLeu lie Ser Glu Glu 
35 40 \ 45 





Asp Leu Asn Glu Met Glu Gin Lys Leu lie Ser Glu Glu Asp Leu Asn 
50 \ 55 60 

Glu Met Glu Ser Leu Gly Asp Leu Thr Met Glu Gin Lys Leu lie Ser 
65 TO 75 80 

Glu Glu Asp Leu Asn Sel Met Lys Arg Lys Leu Asp His Gly Ser Glu 
85 \ 90 95 

Val Arg Ser Phe Ser Leu ply Lys Lys Pro Cys Lys Val Ser Glu Tyr 
100 1 105 110 

Thr Ser Thr Thr Gly Leu Val Pro Cys Ser Ala Thr Pro Thr Thr Phe 
115 \ 120 125 

Gly Asp Leu Arg Ala Ala AsnvGly Gin Gly Gin Gin Arg Arg Arg lie 
130 135 \ 140 

Thr Ser Val Gin Pro Pro Thr GlV Leu Gin Glu Trp Leu Lys Met Phe 
145 150 \ 155 160 

Gin Ser Trp Ser Gly Pro Glu Lys L&u Leu Ala Leu Asp Glu Leu lie 
165 \ 170 175 

Asp Ser Cys Glu Pro Thr Gin Val Lys His Met Met Gin Val lie Glu 
180 185 \ 190 

Pro Gin Phe Gin Arg Asp Phe lie Ser Leu Veu Pro Lys Glu Leu Ala 
195 200 \ 205 

Leu Tyr Val Leu Ser Phe Leu Glu Pro Lys Asp\Leu Leu Gin Ala Ala 
210 215 ^20 

Gin Thr Cys Arg Tyr Trp Arg lie Leu Ala Glu Asb Asn Leu Leu Trp 
225 230 235 \ 240 
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Arg Glu Lys Cys Lys GlLu Glu Gly lie Asp Glu Pro Leu His lie Lys 
245 \ 250 255 

Arg Arg Lys Val He Lys\ Pro Gly Phe He His Ser Pro Trp Lys Ser 
260 \ 265 270 

Ala Tyr He Arg Gin His j^rg He Asp Thr Asn Trp Arg Arg Gly Glu 
275 \ 280 285 

Leu Lys Ser Pro Lys Val Le\i Lys Gly His Asp Asp His Val He Thr 
290 293 300 



Cys Leu Gin Phe Cys Gly Asn ^rg He Val Ser Gly Ser Asp Asp Asn 
305 310 \ 315 320 



Thr Leu Lys Val Trp Ser Ala Va\. Thr Gly Lys Cys Leu Arg Thr Leu 

325 \ 330 335 

Val Gly His Thr Gly Gly Val Trp Ser Gin Met Arg Asp Asn He 

340 3^ 350 

He He Ser Gly Ser Thr Asp Arg Thr Lys Val Trp Asn Ala Glu 

355 360 \ 365 

Thr Gly Glu Cys He His Thr Leu Tyr Gly\His Thr Ser Thr Val Arg 

370 375 \ 380 

Cys Met His Leu His Glu Lys Arg Val Val Se\- Gly Ser Arg Asp Ala 

385 390 395\ 400 



Thr Leu Arg Val Trp Asp He Glu Thr Gly Gin C^s Leu His Val Leu 
405 410 \ 415 
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Met Gly His Val Ala Ala Val Arg Cys Val Gin Tyr Asp Gly Arg Arg 
420 425 430 

Val Val Ser Gly Ala T^r Asp Phe Met Val Lys Val Trp Asp Pro Glu 
435 \ 440 445 

Thr Glu Thr Cys Leu His \Thr Leu Gin Gly His Thr Asn Arg Val Tyr 
450 fe55 460 

Ser Leu Gin Phe Asp Gly l\Le His Val Val Ser Gly Ser Leu Asp Thr 
465 470 \ 475 480 

Ser lie Arg Val Trp Asp Va3\ Glu Thr Gly Asn Cys He His Thr Leu 
485 \ 490 495 



■"0 



Thr Gly His Gin Ser Leu Thr S)pr Gly Met Glu Leu Lys Asp Asn He 
500 \ 505 510 



Leu Val Ser Gly Asn Ala Asp Ser \Thr Val Lys He Trp Asp He Lys 
515 520 \ 525 

Thr Gly Gin Cys Leu Gin Thr Leu Gln\Gly Pro Asn Lys His Gin Ser 
530 535 \ 540 

Ala Val Thr Cys Leu Gin Phe Asn Lys As^ Phe Val He Thr Ser Ser 
545 550 \555 560 

Asp Asp Gly Thr Val Lys Leu Trp Asp Leu L^ Thr Gly Glu Phe He 
565 570 \ 575 

Arg Asn Leu Val Thr Leu Glu Ser Gly Gly Ser G\y Gly Val Val Trp 
580 585 \ 590 



Arg He Arg Ala Ser Asn Thr Lys Leu Val Cys Ala \Val Gly Ser Arg 
595 600 $05 
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Asn Gly Thr Glu Glii Thr Lys Leu Leu Val Leu Asp Phe Asp Val Asp 
610 \ 615 620 

Met Lys 
625 



<210> 22 
<211> 31 
<212> DNA 

<213> Artificial Sequent 
<220> 

<223> Description of Artificial Sequence: 
Oligonucleotide primec 



<400> 22 

gggtacccct cattattccc tcgagttVrtt c 



31 



<210> 23 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : 
Oligonucleotide primer 



<400> 23 

ggaattcctt catgtccaca tcaaagtcc 



2 9/ 



<210> 24 
<211> 2010 



40 



<212> DNA f 
<213> Artificial Sequence 



<220> \ 

<223> Description of Artificial Sequence: V5HIS tagged 
homo sapien \ 

<400> 24 \ 

atgtgtgtcc cgagaagcgg tttgatactg agctgcattt gcctttactg tggagttttg 60 
ttgccggttc tgctccctaa tcttcetttt ctgacgtgcc tgagcatgtc cacattagaa 120 
tctgtgacat acctacctga aaaagqttta tattgtcaga gactgccaag cagccggaca 180 
cacgggggca cagaatcact gaaggggaaa aatacagaaa atatgggttt ctacggcaca 240 
ttaaaaatga ttttttacaa aatgaaaWga aagttggacc atggttctga ggtccgctct 3 00 
ttttctttgg gaaagaaacc atgcaaagttc tcagaatata caagtaccac tgggcttgta 3 60 
ccatgttcag caacaccaac aacttttg\g gacctcagag cagccaatgg ccaagggcaa 42 0 
caacgacgcc gaattacatc tgtccagcck cctacaggcc tccaggaatg gctaaaaatg 480 
tttcagagct ggagtggacc agagaaattg\ c ttgctttag atgaactcat tgatagttgt 540 
gaaccaacac aagtaaaaca tatgatgcaa Vftgatagaac cccagtttca acgagacttc 600 
atttcattgc tccctaaaga gttggcactc qatgtgcttt cattcctgga acccaaagac 660 
ctgctacaag cagctcagac atgtcgctac tctaagaattt tggctgaaga caaccttctc 72 0 
tggagagaga aatgcaaaga agaggggatt gacbaaccat tgcacatcaa gagaagaaaa 78 0 
gtaataaaac caggtttcat acacagtcca tggafeaagtg catacatcag acagcacaga 84 0 
attgatacta actggaggcg aggagaactc aaatcVccta aggtgctgaa aggacatgat 900 
gatcatgtga tcacatgctt acagttttgt ggtaac\cgaa tagttagtgg ttctgatgac 9 60 
aacactttaa aagtttggtc agcagtcaca ggcaaatgtc tgagaacatt agtgggacat 1020 
acaggtggag tatggtcatc acaaatgaga gacaacauca tcattagtgg atctacagat 1080 
cggacactca aagtgtggaa tgcagagact ggagaatgfta tacacacctt atatgggcat 1140 
acttccactg tgcgttgtat gcatcttcat gaaaaaagag ttgttagcgg ttctcgagat 12 00 
gccactctta gggtttggga tattgagaca ggccagtgtt\ tacatgt tt t gatgggtcat 12 60 
gttgcagcag tccgctgtgt tcaatatgat ggcaggaggg ttgttagtgg agcatatgat 1320 
tttatggtaa aggtgtggga tccagagact gaaacctgtc tkcacacgtt gcaggggcat 13 8 0 
actaatagag tctattcatt acagtttgat ggtatccatg tdrgtgagtgg atctcttgat 1440 
acatcaatcc gtgtttggga tgtggagaca gggaattgca ttcacacgtt aacagggcac 15 00 
cagtcgttaa caagtggaat ggaactcaaa gacaatattc ttgitctctgg gaatgcagat 1560 
tctacagtta aaatctggga tatcaaaaca ggacagtgtt taciaacatt gcaaggtccc 162 0 





aacaagcatc agagtgctdrt gacctgttta cagttcaaca agaactttgt aattaccagc 1680 

tcagatgatg gaactgtaaa actatgggac ttgaaaacgg gtgaatttat tcgaaaccta 174 0 

gtcacattgg agagtggggg\gagtggggga gttgtgtggc ggatcagagc ctcaaacaca 1800 

aagctggtgt gtgcagttgg cragtcggaat gggactgaag aaaccaagct gctggtgctg 1860 

gactttgatg tggacatgaa ggaattctgc agatatccag cacagtggcg gccgctcgag 1920 

tctagagggc ccttcgaagg t^gcctatc cctaaccctc tcctcggtct cgattctacg 1980 

cgtaccggtc atcatcacca tc^ccattga 2010 

<210> 25 
<211> 669 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificia\ Sequence: V5HIS tagged 
homo sapien 

<400> 25 

Met Cys Val Pro Arg Ser Gly Leu Ilh Leu Ser Cys lie Cys Leu Tyr 
1 5 \ 10 15 

Cys Gly Val Leu Leu Pro Val Leu Leu e\t° Asn Leu Pro Pne Leu Tnr 
20 25 \ 30 

Cys Leu Ser Met Ser Thr Leu Glu Ser Val \Thr Tyr Leu Pro Glu Lys 
35 40 \ 45 

Gly Leu Tyr Cys Gin Arg Leu Pro Ser Ser Ar\ Thr His Gly Gly Thr 
50 55 \ 60 

Glu Ser Leu Lys Gly Lys Asn Thr Glu Asn Met G\Ly Phe Tyr Gly Thr 
65 70 75 \ 80 



Leu Lys Met lie Phe Tyr Lys Met Lys Arg Lys Leu Asp His Gly Ser 



42 





85 



90 



95 



Glu Val Arg Ser Phe Ser Leli Gly Lys Lys Pro Cys Lys Val Ser Glu 
100 1 105 110 

Tyr Thr Ser Thr Thr Gly LeuWal Pro Cys Ser Ala Thr Pro Thr Thr 
115 \J.20 125 

Phe Gly Asp Leu Arg Ala Ala A\n Gly Gin Gly Gin Gin Arg Arg Arg 
130 135 \ 140 

lie Thr Ser Val Gin Pro Pro Thr\Gly Leu Gin Glu Trp Leu Lys Met 
145 150 \ 155 160 

Phe Gin Ser Trp Ser Gly Pro Glu L^ Leu Leu Ala Leu Asp Glu Leu 
165 \ 170 175 

lie Asp Ser Cys Glu Pro Thr Gin Val \->ys His Met Met Gin Val lie 
180 185 \ 190 

Glu Pro Gin Phe Gin Arg Asp Phe lie Se\r Leu Leu Pro Lys Glu Leu 
195 200 \ 205 

Ala Leu Tyr Val Leu Ser Phe Leu Glu Pro pys Asp Leu Leu Gin Ala 
210 215 I 220 

Ala Gin Thr Cys Arg Tyr Trp Arg lie Leu A\a. Glu Asp Asn Leu Leu 
225 230 23B 240 



Trp Arg Glu Lys Cys Lys Glu Glu Gly He Asp\ Glu Pro Leu His He 
245 250 \ 255 



Lys Arg Arg Lys Val He Lys Pro Gly Phe He 
260 265 
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s Ser Pro Trp Lys 
270 





Ser Ala Tyr lie Arg Gin l\is Arg lie Asp Thr Asn Trp Arg Arg Gly 
275 \ 280 285 

Glu Leu Lys Ser Pro Lys Val Leu Lys Gly His Asp Asp His Val lie 
290 295 300 

Thr Cys Leu Gin Phe Cys G1m Asn Arg lie Val Ser Gly Ser Asp Asp 
305 310 \ 315 320 

Asn Thr Leu Lys Val Trp Ser ^la Val Thr Gly Lys Cys Leu Arg Thr 
325 \ 330 335 

Leu Val Gly His Thr Gly Gly Vckl Trp Ser Ser Gin Met Arg Asp Asn 
340 \ 345 350 

lie lie lie Ser Gly Ser Thr Asp \^rg Thr Leu Lys Val Trp Asn Ala 
355 360 \ 365 

Glu Thr Gly Glu Cys lie His Thr Le\\ Tyr Gly His Thr Ser Thr Val 
370 375 \ 380 

Arg Cys Met His Leu His Glu Lys Arg VaVL Val Ser Gly Ser Arg Asp 
385 390 \395 400 

Ala Thr Leu Arg Val Trp Asp lie Glu Thr Qly Gin Cys Leu His Val 
405 410 \ 415 

Leu Met Gly His Val Ala Ala Val Arg Cys Val\Gln Tyr Asp Gly Arg 
420 425 \ 430 

Arg Val Val Ser Gly Ala Tyr Asp Phe Met Val it^s Val Trp Asp Pro 
435 440 \ 445 



Glu Thr Glu Thr Cys Leu His Thr Leu Gin Gly His\ Thr Asn Arg Val 
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450 



455 



460 



Tyr Ser Leu Gin Phe Asp Gly lie \His Val Val Ser Gly Ser Leu Asp 
465 470 \ 475 480 



Thr Ser lie Arg Val Trp Asp Val G^u Thr Gly Asn Cys lie His Thr 
485 I 490 495 

Leu Thr Gly His Gin Ser Leu Thr Sed Gly Met Glu Leu Lys Asp Asn 
500 505l 510 

lie Leu Val Ser Gly Asn Ala Asp SerlThr Val Lys lie Trp Asp lie 
515 520 1 525 

Lys Thr Gly Gin Cys Leu Gin Thr Leu £ln Gly Pro Asn Lys His Gin 
530 535 1 540 

Ser Ala Val Thr Cys Leu Gin Phe Asn L^s Asn Phe Val lie Thr Ser 
545 550 \ 555 560 

Ser Asp Asp Gly Thr Val Lys Leu Trp Asp\Leu Lys Thr Gly Glu Phe 
565 570 \ 575 

lie Arg Asn Leu Val Thr Leu Glu Ser Gly GJ^y Ser Gly Gly Val Val 
580 585 \ 590 

Trp Arg He Arg Ala Ser Asn Thr Lys Leu Val 1 Cys Ala Val Gly Ser 
595 600 \ 605 

Arg Asn Gly Thr Glu Glu Thr Lys Leu Leu Val qeu Asp Phe Asp Val 
610 615 610 



Asp Met Lys Glu Phe Cys Arg Tyr Pro Ala Gin Tr 
625 630 635 



Arg Pro Leu Glu 
640 
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Ser Arg Gly Pro Phe Glu Gly Lys Pro lie Pro Asn Pro Leu Leu Gly 
645 \ 650 655 

Leu Asp Ser Thr Arg Thr Gly\His His His His His His 
660 \ 665 



<210> 26 
<211> 2001 
<212> DNA 

<213> Artificial Sequence 



f 0 



<220> 

<223> Description of Artif icial \Sequence : MYCHIS tagged 
homo sapiens 



<400> 26 

atgtgtgtcc 

ttgccggttc 

tctgtgacat 

cacgggggca 

ttaaaaatga 

ttttctttgg 

ccatgttcag 

caacgacgcc 

tttcagagct 

gaaccaacac 

atttcattgc 

ctgctacaag 

tggagagaga 

gtaataaaac 

at tgatacta 

gatcatgtga 

aacactt taa 



cgagaagcgg 
tgctccctaa 
acc tacc tga 
cagaatcact 
ttttttacaa 
gaaagaaacc 
caacaccaac 
gaattacatc 
ggagtggacc 
aagtaaaaca 
tccctaaaga 
cagctcagac 
aatgcaaaga 
caggtttcat 
actggaggcg 
tcacatgctt 
aagtttggtc 



tttgatactg 
tcttcctttt 
aaaaggttta 
gaaggggaaa 
aatgaaaaga 
atgcaaagtc 
aac ttttggg 
tgtccagcca 
agagaaattg 
tatgatgcaa 
gttggcactc 
atgtcgctac 
agaggggatt 
acacagtcca 
aggagaactc 
acagttttgt 
agcagtcaca 



icagaaa 



ayctgcattt 
ctnacgtgcc 
tantgtcaga 
aata 
aagtftggacc 
tcagaktata 
gacctcfegag 
cctacagtgcc 
cttgct t\ag 
,c 

tatgtgcttAt 
tggagaatt 1 
gatgaaccat 
tggaaaagtg 
aaatctcc ta 
ggtaaccgaa 
ggcaaatgtc 



gtgatagafe 



gcctttactg 
tgagcatgtc 
gactgccaag 
atatgggttt 
atggttctga 
caagtaccac 
cagccaatgg 
tccaggaatg 
atgaac teat 
cccagtttca 
cattcctgga 
tggctgaaga 
tgcacatcaa 
catacatcag 
.ggtgctgaa 
agttagtgg 
gagaacatt 



tggagttttg 60 
cacattagaa 12 0 
cagccggaca 180 
ctacggcaca 240 
ggtccgctct 300 
tgggcttgta 3 60 
ccaagggcaa 42 0 
gctaaaaatg 48 0 
tgatagttgt 540 
acgagacttc 600 
acccaaagac 660 
caaccttctc 720 
gagaagaaaa 78 0 
acagcacaga 84 0 
aggacatgat 9 00 
ttctgatgac 9 60 
agtgggacat 102 0 
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acaggtggag 
cggacactca 
acttccactg 
gccactctta 
gttgcagcag 
tttatggtaa 
ac taatagag 
acatcaatcc 
cagtcgttaa 
tctacagtta 
aacaagcatc 
tcagatgatg 
gtcacattgg 
aagctggtgt 
gactttgatg 
tctagagggc 
catcatcacc 



tatggtcatc 
aagtgtggaa 
tgcgttgtat 
gggtttggga 
tccgc tgtgt 
aggtgtggga 
tctattcatt 
gtgtttggga 
caagtggaat 
aaatctggga 
agagtgctgt 
gaactgtaaa 
agagtggggg 
gtgcagttgg 
tggacatgaa 
ccttcgaaca 
atcaccattg 



acakatgaga 
tgcagagact 
gcatcttcat 
tattgagaca 
tcaatamat 
tccagagdct 
acagtttg at 
tgtggaga 
ggaactcaia 
tatcaaaa<fa 
gacctgtt 
actatggg 
gagtgggg^ 
gagtcggaa 
ggaattctg< 
aaaactcatc 



ifa 
c 



gacaacatca 
ggagaatgta 
gaaaaaagag 
ggccagtgtt 
ggcaggaggg 
gaaacctgtc 
ggtatccatg 
gggaattgca 
gacaatattc 
ggacagtgtt 
cagttcaaca 
ttgaaaacgg 
gttgtgtggc 
gggactgaag 
agatatccag 
tcagaagagg 



tcattagtgg 
tacacacctt 
ttgttagcgg 
tacatgtttt 
ttgttagtgg 
tacacacgtt 
tggtgagtgg 
ttcacacgtt 
ttgtctctgg 
tacaaacatt 
agaactttgt 
gtgaatttat 
ggatcagagc 
aaaccaagct 
cacagtggcg 
atctgaatat 



atctacagat 
atatgggcat 
ttctcgagat 
gatgggtcat 
agcatatgat 
gcaggggcat 
atctcttgat 
aacagggcac 
gaatgcagat 
gcaaggtccc 
aattaccagc 
tcgaaaccta 
ctcaaacaca 
gctggtgctg 
gccgc tcgag 
gcataccggt 



1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2001 



<210> 27 
<211> 666 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :\ MYCHIS tagged 
homo sapiens 

<400> 27 

Met Cys Val Pro Arg Ser Gly Leu lie Leu Ser dj/s lie Cys Leu Tyr 
1 5 10 \ 15 

Cys Gly Val Leu Leu Pro Val Leu Leu Pro Asn Leu \Pro Phe Leu Thr 
20 25 \ 30 



Cys Leu Ser Met Ser Thr Leu Glu Ser Val Thr Tyr 



Pro Glu Lys 
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0 




35 



40 



45 



Gly Leu Tyr Cys Gin Aria Leu Pro Ser Ser Arg Thr His Gly Gly Thr 
50 \ 55 60 

Glu Ser Leu Lys Gly Lys Apn Thr Glu Asn Met Gly Phe Tyr Gly Thr 
65 70 \ 75 80 

Leu Lys Met lie Phe Tyr Lyi Met Lys Arg Lys Leu Asp His Gly Ser 
85 1 90 95 

Glu Val Arg Ser Phe Ser Leu 1 Gly Lys Lys Pro Cys Lys Val Ser Glu 
100 \ 105 110 

Tyr Thr Ser Thr Thr Gly Leu V^lI Pro Cys Ser Ala Thr Pro Thr Thr 
115 12\D 125 

Phe Gly Asp Leu Arg Ala Ala Asn\Gly Gin Gly Gin Gin Arg Arg Arg 
130 135 \ 140 

lie Thr Ser Val Gin Pro Pro Thr GVy Leu Gin Glu Trp Leu Lys Met 
145 150 \ 155 160 

Phe Gin Ser Trp Ser Gly Pro Glu Lys \eu Leu Ala Leu Asp Glu Leu 
165 1V0 175 

lie Asp Ser Cys Glu Pro Thr Gin Val Lys\His Met Met Gin Val lie 
180 185 \ 190 

Glu Pro Gin Phe Gin Arg Asp Phe lie Ser Le\i Leu Pro Lys Glu Leu 
195 200 \ 205 



Ala Leu Tyr Val Leu Ser Phe Leu Glu Pro Lys ^sp Leu Leu Gin Ala 
210 215 2£0 
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Ala Gin Thr Cys Arg Tyr Trp Arg lie Leu Ala Glu Asp Asn Leu Leu 
225 230 \ 235 240 



Trp Arg Glu Lys Cys Lys Glu ffilu Gly lie Asp Glu Pro Leu His lie 
245 1 250 255 

Lys Arg Arg Lys Val lie Lys Pio Gly Phe lie His Ser Pro Trp Lys 
260 1 265 270 

Ser Ala Tyr lie Arg Gin His Ar4 lie Asp Thr Asn Trp Arg Arg Gly 
275 280\ 285 

Glu Leu Lys Ser Pro Lys Val Leu ]\ys Gly His Asp Asp His Val lie 
290 295 \ 300 

Thr Cys Leu Gin Phe Cys Gly Asn Arg^ lie Val Ser Gly Ser Asp Asp 
305 310 \ 315 320 

Asn Thr Leu Lys Val Trp Ser Ala Val T^hr Gly Lys Cys Leu Arg Thr 
325 3%0 335 

Leu Val Gly His Thr Gly Gly Val Trp Se^ Ser Gin Met Arg Asp Asn 
340 345 \ 350 

lie lie lie Ser Gly Ser Thr Asp Arg Thr l\eu Lys Val Trp Asn Ala 
355 360 \ 365 

Glu Thr Gly Glu Cys lie His Thr Leu Tyr Gl}\ His Thr Ser Thr Val 
370 375 \380 

Arg Cys Met His Leu His Glu Lys Arg Val Val ^er Gly Ser Arg Asp 
385 390 395 \ 400 



Ala Thr Leu Arg Val Trp Asp lie Glu Thr Gly Gift Cys Leu His Val 
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405 

Leu Met Gly His Val Ala Ala Vc 
420 



410 



415 



1 Arg Cys Val Gin Tyr Asp Gly Arg 
425 430 



\ 



Arg Val Val Ser Gly Ala Tyr Asp 
435 440 

Glu Thr Glu Thr Cys Leu His Thr 
450 455 



Phe Met Val Lys Val Trp Asp Pro 
445 

Leu Gin Gly His Thr Asn Arg Val 
460 



Tyr Ser Leu Gin Phe Asp Gly lie His Val Val Ser Gly Ser Leu Asp 
465 470 \ 475 480 



ru 



Thr Ser lie Arg Val Trp Asp Val Glh. Thr Gly Asn Cys lie His Thr 
485 \ 490 495 



l!Fi 



Leu Thr Gly His Gin Ser Leu Thr Ser ply Met Glu Leu Lys Asp Asn 
500 505 \ 510 



lie Leu Val Ser Gly Asn Ala Asp Ser TAr Val Lys lie Trp Asp lie 

515 520 \ 525 

Lys Thr Gly Gin Cys Leu Gin Thr Leu Glnl Gly Pro Asn Lys His Gin 

530 535 \ 540 

Ser Ala Val Thr Cys Leu Gin Phe Asn Lys ksn Phe Val lie Thr Ser 

545 550 355 560 

Ser Asp Asp Gly Thr Val Lys Leu Trp Asp Leu Lys Thr Gly Glu Phe 

565 570 \ 575 



lie Arg Asn Leu Val Thr Leu Glu Ser Gly GlM Ser Gly Gly Val Val 
580 585 590 
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Trp Arg lie Arg Ale^ Ser Asn Thr Lys Leu Val Cys Ala Val Gly Ser 
595 \ 600 605 

Arg Asn Gly Thr Glu C^lu Thr Lys Leu Leu Val Leu Asp Phe Asp Val 
610 \ 615 620 

Asp Met Lys Glu Phe Cys\ Arg Tyr Pro Ala Gin Trp Arg Pro Leu Glu 
625 630\ 635 640 

Ser Arg Gly Pro Phe Glu dtLn Lys Leu lie Ser Glu Glu Asp Leu Asn 
645 \ 650 655 



Met His Thr Gly His His His\His His His 
660 I 665 



